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IN THE UNITED STATES PATENT AND TRADEMARK OFFICE 

In the Application of: Attorney Docket No.: 2873-US 

Peter Robert Baum and William Christian Fanslow HI 

Serial No.: 09/778,187 Group Art Unit: 1644 

Filed: February 06, 2001 Examiner: Roark, J. H. 

For: MOLECULES DESIGNATED LDCAM 

DECLARATION UNDER 37 C.F.R. §1.131 RECEIVED 

Commissioner of Patents „ rt ~_ 

P. O. Box 1450 6 V m3 

Alexandria VA, 22313-1450 



TECH CENTER 1600/2900 



Sir: 



We, the undersigned, hereby declare that: 



1. We are the same Peter Robert Baum and William Christian Fanslow IE 
named as co-inventors on the above-identified application. Prior to December 03, 
1997, a nucleic acid encoding human LDCAM was isolated, the sequence of said 
nucleic acid was determined, and the amino acid sequence encoded by said nucleic 
acid was deduced, in the United States of America by us, the co-inventors named in 
the subject application, as evidenced by the Exhibit enclosed herewith. 

2. The nucleic acid and amino acid sequence data presented in the Exhibit 
were obtained and the works that generated those data were completed in this country 
prior to December 03, 1997. The amino acid sequence presented in the Exhibit 
(HuB7Ll-CoR) is identical to SEQ ID NO: 2 of the instant application, which is the 
amino acid sequence of human LDCAM. 

3. We therefore submit that this showing of facts is sufficient in character and 
weight as to establish that the invention of this application was reduced to practice 
prior to December 03, 1997, the earliest possible 102(e) date of the cited publication, 
U.S. Patent Application Publication US 2002/0198147 Al. 

4. We further declare that all statements made herein of our own knowledge 
are true, and that all statements made on information and belief are believed to be 
true, and further that these statements were made with the knowledge that willful false 
statements and the like so made are punishable by fine or imprisonment, or both, 



# 

Declaration under 37 C.F.R. § 1.131 2873-US 



under Section 1001 of Title 18 of the United States Code, and that such willful false 
statements may jeopardize the validity of the application or any patent issued thereon. 



Date Peter Robert Baum 



/ft//***;. 





Date William Christian Fanslow HI 
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EXHIBIT 
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Seriai No. 09/778,187 



2873-US 



HuB7Ll-CoR Full Length 

(Linear) (Six Base) MAP of : 446.9-Wi26.Seq check: 1995 from: 1 to: 1535 
[holl ings worth. cncdna . 4469] 

req 4469 HuB7Ll counterstructure Wi26 pool314-28#34 FINAL SEQUENCE FILE 
3mGell648, #7046, #5080 / 3mGell663 dpc7266,67 /2mGell671 dpc7305 6 
4469-wi26 
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ACTATCAGGTGGTTCAAAGGGAACACAGAGCTAAAAGGCAAATCGGAGGTGGAAGAGTGG 

541 + + , 

+ + + + + 600 
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GTCCCAGTGATCTGCCAGGTGGAGCACCCTGCGGTCACTGGAAACCTGCAGACCCAGCGG 

661 + + . . 

+ + + + + 720 

CAGGGTCACTAGACGGTCCACCTCGTGGGACGCCAGTGACCTTTGGACGTCTGGGTCGCC 
VPVICQVEHPAVTGNLQTQR - 
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TATCTAGAAGTACAGTATAAGCCTCAAGTGCACATTCAGATGACTTATCCTCTACAAGGC 
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TTAACCCGGGAAGGGGACGCGCTTGAGTTAACATGTGAAGCCATCGGGAAGCCCCAGCCT 
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AATTGGGCCCTTCCCCTGCGCGAACTCAATTGTACACTTCGGTAGCCCTTCGGGGTCGGA 
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CCCGCGATAAAACGGTCTGTATTTCCATGTATGAAGTGAGTACTTCGGTTTCCTCGGCTA 
GRYFARHKGTYFTHEAKGAD 

GACGCAGCAGACGCAGACACAGCTATAATCAATGCAGAAGGAGGACAGAACAACTCCGAA 
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Enzymes that do cut: 
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AlwNl 


Apol 


BamHl 
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BsmBl 
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Dsal 
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Xcml 
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Enzymes that do not cut: 
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ApaLl 


Aval 
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Bgll 
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EcoNl 
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Kasl 
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Aat2 Acll 

Avr2 Bbsl 

BsiWl Bsml 

Dra3 EamllOS 

Muni Ncol 

PflMl Pmel 

SnaBl Spel 

Swal Tth31 



Afl2 Agel 

BciVl Bell 

BspEl BssH2 

Eco473 EcoRl 

Ndel NgoMl 

Pmll Pvul 

Sphl srfl 

Xhol Xmnl 



Ascl Asel 
Bgl2 Bpull021 

BstE2 BstXl 

Fsel Fspl 

Nhel Nrul 

Rsr2 Sail 

Sse8387 Sspl 



Asp718 Asu2 

Bpml Bsal 

Bsu361 Dral 

Kpnl Mlul 

Nsil Pacl 

Sfil SgrAl 

Sstl Styl 



